Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.003 Å; R factor = 0.046; wR factor = 0.147; data-to-parameter ratio = 11.7.
Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2001) ; cell refinement: SAINT (Bruker, 2001); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL and SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) , Mercury (Macrae et al., 2008) and POV-RAY (Cason, 2004) ; software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009 ).
Comment
The studies of the series of biphenyl derivatives have attracted considerable attention for some time now. This included the para-monosubstituted derivatives 4-bromobiphenyl (Brock, 1980) and 4-hydroxylbiphenyl (Brock & Haller, 1980) , as well as some para-disubstituted derivatives such as 4, 4′-dibromobiphenyl (Mohamed et al., 2003) , 4,4′-iodocyanobiphenyl (Britton & Gleason, 1991) and 4, 4′-dicyanobiphenyl (Britton & Young, 2003) . Particular interest has been shown in their packing motifs as well as the inter-ring dihedral angles which are found to be approximately 40° in the solid state in the majority of structures. The structure of the corresponding 2-(4-biphenyl)-2-propanol compound, was undertaken as part of the investigation into the conformational properties of para monosubstituted and para disubstituted biphenyls. Of significance is that this compound crystallizes in a significantly more planar conformation than what is expected, although it is still non-planar.
2-(4-biphenyl)-2-propanol crystallizes with two independent molecules in the asymmetric unit. The presence of a twofold rotational axis results in the formation of a hydrogen bonded tetramer. The four H atoms of the hydroxyl groups occupy both sets of possible hydrogen positions, illustrated by the two possible bonding schemes (H···O A -H···O B -H) and (H-O A ···H-O B ···H). Both sets of H atom positions were refined with occupancies of 0.5. The two molecules in the asymmetric unit have similar geometrical parameters. The molecules are non-planar: the two aromatic rings in each molecule are slightly twisted around C-C inter ring bond by 7.96 (3)° and 9.75 (3)°. This contrasts to the gas phase DFT (6-31+G**) optimized conformation where this dihedral angle is 39.33° (GAUSSIAN03, Frisch et al., 2003) . The anisotropic displacement ellipsoids and atom labelling for the compound is shown in Fig.1 . The lengths of the central C -C bonds connecting the two aromatic rings in each of the two molecules are equal to 1.491 (3) and 1.489 (2) Å. The bond length and bond angle are within the expected values. The H···O distances are 1.99 (2), 2.09 (4), 1.90 (3) and 2.034 (11) Å. The molecules pack parallel to the c axis (Fig. 2) . The volume per non H atom in the crystal is 19.03 Å 3 , in line with that calculated for other biphenyl derivatives structures. This would suggest that the closer packing resulting from the intermolecular hydrogen bonds as well as the more planar biphenyl systems does not significantly change the packing requirements in the crystals.
Experimental
The title compound was obtained from Aldrich Chemical Co. Inc. Crystals were grown from distilled hexane, acetone, benzene, dichloromethane, chloroform, carbon tetrachloride, and acetonitrile in an attempt to search for multiple polymorphs. Several habits were found, viz. prisms, clear plates, and striated plates but all proved to be isostructural. A prism grown from distilled hexane was used for the structure determination.
Geometry optimization for 2-(4-biphenyl)-2-propanol was performed using the program GAUSSIAN03 and applying the B3LYP-functional with the 6-31+G** basis set level (Frisch et al., 2003) . This optimized structure displayed no negative vibrational frequencies.
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Refinement
All H atom positions were obtained from difference Fourier maps and were freely refined. Isotropic displacement parameters for the H atoms were set at 1.2 times the equivalent isotropic displacement parameter of the atom to which each H atom is bonded (1.5 times for the methyl H atoms). The two independent molecules, plus two further molecules generated by a crystallographic 2-fold rotation axis, form a hydrogen bonded tetramer. The hydroxyl H atoms involved in the hydrogen bonding are, of necessity, disordered and two H atom positions were observed for each hydroxyl group and each hydrogen position was refined with a sof of 0.5. Drawing of the unit cell content of the title compound. 
Computing details

2-(Biphenyl-4-yl)propan-2-ol
where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max = 0.001 Δρ max = 0.13 e Å −3 Δρ min = −0.14 e Å −3 Special details Geometry. All e.s.d.'s (except the e.s.d. in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell e.s.d.'s are taken into account individually in the estimation of e.s.d.'s in distances, angles and torsion angles; correlations between e.s.d.'s in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell e.s.d.'s is used for estimating e.s.d.'s involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 121.3 (2) C24-C23-C22 121.9 (2) C9-C8-H8 120.7 (13) C24-C23-H23 122.5 (14) C7-C8-H8 118.1 (13) C22-C23-H23 115.4 (14) C10-C9-C8 120.6 (2) C25-C24-C23 120.9 (2) C10-C9-H9 122.5 (14) C25-C24-H24 118.5 (17) C8-C9-H9 116.8 (14) C23-C24-H24 120.4 (17) C9-C10-C11 119.5 (2) C26-C25-C24 118.7 (3) C9-C10-H10 119.6 (13) C26-C25-H25 120.4 (13) C11-C10-H10 121.0 (13) C24-C25-H25 120.9 (13) C10-C11-C12 120.0 (2) C25-C26-C27 120.6 (2) C10-C11-H11 121.4 (13) C25-C26-H26 121.5 (15) C12-C11-H11 118.6 (13) C27-C26-H26 117. (3) 177 (4) 
